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@ need to locally organize data within small/moderate size research
units

o find, exchange and reuse data from different experiments
o use and enhance what researchers are already used to

@ provide enough metadata to enable upload of data to public
repositories

@ promote use of versioning systems
(e.g. git and GitHub) where aplicable
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Background

o directory tree structures: TeX/localtexmf, R/packages, ...

@ personal directory trees for reproducible statistical reports
(using R/Sweave/knitr/Rmarkdown)

@ project/Investigation/Study/Assay levels,
to be compliant with the ISA framework
(used to be: Study/Experiment/Analysis)
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plSA-tree:

project directory tree
compliant with FAIRDOM/ISA framework

@ (local) Windows based systems (extendable to Linux)

@ project directory tree with embedded
project/Investigation /Study/Assay levels

@ 'make..." batch files are provided at each level to create
substructures:
o makeproject.bat
o makeInvestigation.bat
o
o

makeStudy.bat
makeAssay.bat

o template 'description’ files at each level to
encourage metadata entry (text files with key/data pairs)
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pISA tree - project folder and description

~ project: _p_projl
_p_bla _1.01-Inv ### PROJECT )
¥ _p_projl presentations Short Name: projl
Title: Demo project
_1.01-lnv reports Description: * " :
— /) _PROJECT_DESCRIPTION.TXT Project Path: D:\OMIKE\pISA\main\_p_projl
P = . Investigator: Name Lastname
reports @] common.ini ##### INVESTIGATIONS
i AFsTae o1
t 4 =
emplates [&E] makelnvestigation.bat INVESTIGATION Inv
othier |/ phenodata.tt
pISA-master @ READMEMD
Study [%] showDescription.bat
i plsA-masterzip [E]showTree.bat
& OneDrive = xcheckDescription.bat
OneDriveTemp
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pISA tree - Investigation folder and description

- project: _p_proj1

A
bl O Name Investigation: _I_01-Inv
v i1 ### INVESTIGATION
PPl 5_01-Study short Name: 01-Inv
v 1_01-Inv ; Title: Demo investigation
S presentations Description: Shows an investigation
_S5_01-Study reports Iﬂvesn‘gatar: Name Lastname
! Phenodata: ./data/phenodata.txt
presentations [ INVESTIGATION DESCRIPTIONT. Eeatyredata: ./data/featuredata. txt
reports | common.ini #### STUDIES
presentations A FsTie STUDY: 01-study
[] makeStudy.bat
i _A phenodata.bd
Templates @ READMEMD
other [] showDescription.bat
plSA-master [7] showTree.bat
Study [%] xcheckDescription.bat
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pISA tree - Study folder and description

N 4 i
~ project: _p_projl
APl O Name Invgst'i gation: _I_gl-lnv
r Study: _S_0l-stu
v 1 p_pmjl _A_D1-Aname-RNAisol i A Y
v |_01-Inv i T short Name: 01-Study
A _A_02-Read-data-STAT Title: Demo study
v _S_01-Study reports Description: i
Investigator: Name Lastname
_A_01-Aname-RNAisol [4_A _STUDY_DESCRIPTION.TXT F'itDbasg Tink:
Raw Data:
_A_02-Read-data-STAT J Pnalytes it SR ASSAVS
reports ] common.ini ASSAY: 01-Aname-RNAisO1
= makeAssay.bat ASSAY: 02-Read-data-STAT
presentations @ READMEMD
reports [Z] showDescription.bat
presentations [E] showTree.bat
reports = xcheckDescription.bat
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pISA tree - Assay folder (Wet) and description

A - project: —p_proj1
-p-bla O Name Invgst'i gation: _I_gl-lnv
i1 Study: _S_01-stu .
¥ & pprof other Assay: A_01-Aname-RNA1501
v [] 10ty output ### ASSAY g
short Name: Ol-Aname-RNAisol
v _S_01-Study reports Assay Class: |_'IIET
ASS5a) e: RNAiso
~ _A_01-Aname-RMAisol J _ASSAY_DESCRIPTION.TXT -,-.iﬂg:wp *
Di iption: "
other o Aniipcsta RNA IDY | RNA
ol @ READMEMD na/ul:
5 Researcher: *
reports (5] showDescription bat Comment : FIelds from template
d [Z] showTreebat Homogenisation protocol: slowPrep
: ] . o . L Date Homogenisation: 2017-12-08
<A0-Resd: dataSTAT [%] xcheckDescription.bat Another Ig: bla
reports Data:

. Investigator: Name Lastname
presentations i

reports
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pISA tree - Assay folder (Dry) and description

= " project: _p_proj1
-p_bla O Name Invgsti gation: _I_gl—Inv
- . Study: _S_01-Stu
v @ pprojl input Assay: _A_D2-Read-data-STAT
v 1_01-Inv other ### ASSAY
short Name: 02-Read-data-sTAT
v _S5_01-Study output Assay Class:
) Assay Type: STAT
_A_D1-Aname-RNAisol reports Title: Read raw data
" 5 5 . L]
v | _A_02-Read-data-STAT scpts ma, e
st [ _ASSAY_DESCRIPTION.TXT Investigator: Name Lastname
@ READMEMD !
il [E] sh owDescription.bat
Autput [Z] showTree.bat
reports [] xcheckDescription.bat
scripts
reports
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pISA-tree: project root directory makeproject.bat

K . /_p_ pr Oj act ( makelnvestigation bat N

\_ /
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pISA-tree: add Investigation makeInvestigation.bat
// p prOjeCt ’makelnvestigation.bat N

igati keStudy.b
(/_I_Investlgatlon

Ipresentations

Readme.md

Description. txt

Identifier
Title
Description
Date

Pl
Phenodata r

\ )
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pISA-tree: add a Study

makeStudy.bat

K J_p_project

’ makelnvestigation.bat N

(/_I_Investigation

makeStudy.bat \

/~ |_S_Studyl

Ipresentations

Readme.md

Description.txt

Identifier
Title
Description
Date

Pl —
Phenodata (

/data

Description

Identifier
Title
Description
Date
Featuredata

<

(maerssaypar ] )

J

4
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pISA-tree: more Studies
K./_p_prOject ’ makelnvestigation.bat N

igati keStudy.b
(/_I_Investlgatlon \

—/ [_S_Study2 makeAssay.bat \

Readme.md Description

[

Description. txt Identifier
Identifier Title
Title Description
Description Date
Date Featuredata

enosea | | p
\G—— )
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makeAssay.bat

’ makelnvestigation.bat N

makeStudy.bat \

pISA-tree: add an Assay

K J_p_project

(/_I_Investigation

—/ [_S_Study2 makeAssay.bat \

("1 A_Assayl-NGS

~

L — [ Reame md
Readme.md Description foutput Description
;
Description.txt Identifier Identifier
Identifier Tide Ireports Title
Title Description Description
Description Date Date
Date Featuredata
Pl
Phenodata L \_ ) /

S

)/
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pISA-tree: another Assay

K J_p_project

[ makelnvestigation.bat N

Ipresentations

Readme.md

(/_I_Investigation

makeStudy.bat \

f/— /| S _Stu

/_S_Study3

Iresults

N
dy2 makeAssaE.bat \
makeAssay.bat

(1A Assay1-NGS

r/_A_AssayZ—Stat

)/

Description
I
Description.txt Identifier Jdata s

Identifier Title n
Title Description fjntlfler

- Iresults e
Description Date -
Date Featuredata Description

Date

Pl — \ R
Phenodata L ) /
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Description files hold metadata

@ Description file for each level

e Will follow recommendations of FAIRDOM/SEEK paradigm
@ Provide mechanisms for production of ISA-tab files

@ Several Assay classes (Wet / Dry / ...)

o Several Assay types (RNAisol, RT, Stat, R, ...)

@ Menu-driven Assay metadata entry (to reinforce consistency)
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Connection with other solutions

e FAIRdom
@ SEEK https://seek.sysmo-db.org/
e ISA-tab
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https://seek.sysmo-db.org/

FAIRDOM / SEEK

Selected item: Study: pISA - Test Study1

‘ Investigation: pISA - Test ’

Investigation

Study: pISA - Test Study?2 Study: pISA - Test Study1

http://demo.seekdscience.org/investigations/18
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http://demo.seek4science.org/investigations/18

ISA-tab model structure

i

=y

assay(s) assay(s)
pointers to data file
namesylocation
external files in
cel native or other for-
mats T
data data

investigation
high level concept to link
related studies

study
the central unit, containing
information on the subject
under study, its characteristics
and any treatments applied.
a study has associated assays

assay
test performed either on
material taken from the
subject or on the whole initial
subject, which produce
qualitative or quantitative
measurements (data)

http://isa-tools.org/format/specification/
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http://isa-tools.org/format/specification/

